The notion of evolutionary mismatch has been seminal in understanding gene/environment processes. This refers to a dissonance between human traits that had originally evolved for adapting to evolutionary environments which are now maladaptive in human made milieus. In short, cultural evolution has outpaced biological evolution in our species with adverse consequences to human mental health.
In relation to the human brain, evolutionary science points out that certain psychopathologies such as low spectrum schizophrenia may have been evolutionary advantageous in the Palaeolithic period, without conferring reproductive benefit. [6] Various authors note that current anxiety disorders should be considered as disproportionate sympathetic responses which had originally evolved for dealing mainly with acute stress in evolutionary environments [7, 8] . This excessive sensitivity of human responses combined with novel environments where risk levels are significantly reduced can lead to avoidable distress [4] .
Globally, approximately 614 million people experience various psychopathologies (anxiety disorders, depression, bipolar disorder and schizophrenia). This represents 7.9% of total world population, a significant prevalence. We may assume that the adverse environmental conditions which many individuals often encounter combined with evolutionary mismatch will increase this number. Hence, it is critical that psychiatry implements new ways to understanding and treating psychopathologies. (Figure 1) this can assist in explaining why some individuals are more susceptible to experience psychopathologies [4] . St John rightly states that the inclusion of evolutionary science to psychiatry can also lead to developing a more integrative and comprehensive approach towards understanding the complex relationship between neurohormonal-endocrine regulation and human affectivity [4] . Given the level of complexity and novelty of current human societies combined with massive population size provides an optimal setting for the spread of many new genes, [9] which according to the Probable Mutation Effect [10] will be mostly disadvantageous [11] . 
